The authors are retracting this article \[[@CR1]\] because the genetic makeup of the maize lines used in this study is not as shown in Fig. 1. It has been determined that the conclusion that the maize lines were near isogenic was incorrect; however, the rest of the data pertaining to the level of available iron in the various maize lines are correct. In view of this finding, the original claim that near isogenic maize lines have been created with reference to the QTL controlling the level of available iron in maize is no longer substantiated. This finding substantially alters the scientific value and impact of the article and warrants the article's retraction in its entirety.

The authors wish to emphasize that the in vitro and in vivo methods and results presented in this article \[[@CR1]\] were valid and legitimate. Clearly, these methods demonstrated that one line of maize was high in bioavailable Fe relative to the other. However, the unique aspect of this work was that the increased seed Fe bioavailability was associated with specific regions of the maize genome. This claim now has to be withdrawn due to the determination that the genotypes of the maize lines used in this study were not what was reported in Fig. 1.

The online version of the original article can be found under doi:10.1186/1475-2891-12-3.
